Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.101; data-to-parameter ratio = 13.0.
In the title compound, C 10 H 10 ClN 5 O 2 , the dihedral angle between the aromatic rings is 0.16 (9) . Two S(6) ring motifs are formed due to intramolecular N-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁN hydrogen bonds generate R 2 2 (14) [or R 4 4 (10) via the intramolecular hydrogen bonds] ring motifs. Polymeric chains propagating in [210] are formed as a result of interlinking the dimers by pairs of C-HÁ Á ÁN interactions, completing R 2 2 (6) ring motifs.
Related literature
For biochemical background and related structures, see : Ather et al. (2010a,b,c) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
In continuation of our studies of pyrazolylpyridazine derivatives (Ather et al., 2010a, b, c) , the title compound (I, Fig. 1) is being reported here.
In (I), the 1-(6-chloropyridazin-3-yl)-1H-pyrazol-5-amine moiety A (C1-C7/N1-N5/CL1) and ethyl formate group B (C8-C10/O1/O2) are planar with r. m. s. deviations of 0.0026 and 0.0293 Å, respectively. The dihedral angle between A/B is 3.09 (12)°. There exist two S(6) ring motifs (Bernstein et al., 1995) Experimental 3-Chloro-6-hydrazinylpyridazine (2 g, 13.84 mmol) and ethylethoxymethylene cyanoacetate (2.35 g, 13.84 mmol) were dissolved in acetic acid (10 ml). The obtained reaction mixture was refluxed for 4 h and cooled to room temperature. The resulting product was poured in 100 ml of distiled water and the precipitates were formed. The precipitates obtained by filteration were washed three times by water. The crude material obtained was dried and purified by column chromatography.
The final product was re-crystallized in benzene to obtain light brown plates of (I).
Refinement
The H-atoms were positioned geometrically (N-H = 0.86, C-H = 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) = xU eq (C, N), where x = 1.5 for methyl and x = 1.2 for all other H-atoms. Figures   Fig. 1 . View of (I) with displacement ellipsoids drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radius. The dotted lines indicate the intramolecular Hbonds. Symmetry codes: (i) −x+2, −y+1, −z; (ii) −x, −y+2, −z.
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